DOCKET NO.: BTGI-0003 PATENT 

VERSION WITH MARKINGS TO SHOW CHANGES MADE 
In the Claims: 

Claim 16 has been cancelled. 

New claims 22-24 have been added. 

Claims 1-15 and 17-21 have been amended as follows: 

1 . (Amended) A method of removing a part of a transgene after its integration into a genome 
comprising flanking said part of the transgene on each side thereof with an attachment P region (attP) 
of bacteriophage X, wherein the attP region comprises a nucleic acid sequence as set forth in SEQ ID 
NO:l or a fragment thereof which maintains the same function, or nucleic acids which hybridise 
under stringent conditions to the DNA of SEQ ID NO:l and function as an attP region, or nucleic 
acids which differ from the DNA of SEQ ID NO:l due to the degeneracy of the genetic code and 
which function as an attP region, and inducing a high frequency of intrachromasomal homologous 
recombination between flanking attP regions,, whereby said part of the transgene sandwiched 
therebetween is removed. 

2. (Amended) [A] The method [as claimed in] of Claim 1 [characterised in that] wherein said 
transgene comprises at least one member selected from the group consisting of a marker genera 
[and/or] vector sequence , and [and/or] other foreign ancillary nucleic acid. 

3. (Amended) [A] The method [as claimed in] of Claim 1 [or Claim 2 characterised in that] 
wherein the marker gene confers resistance to antibiotics [and/or] or herbicide resistance. 

4. (Amended) [A] The method [as claimed in any one of the preceding claims characterised in 
that] of Claim 1 wherein the marker gene is involved in specific biosynthetic pathways [and/or 
involved in] or environmental tolerance. 
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5. (Amended) [A] The method [as claimed in any one of the preceding claims characterised in 
that] of Claim 1 wherein the marker gene is selected from the group consisting of nptn, Ble, dhfr, 
cat, aphlV, SPT, aaaC3, aaaC4, bar, EPSP, bxn, psbA, tfdA, DHPS, AK, sul, crsl-1 and tdc. 

6. (Amended) [A] The method [as claimed in any one of the preceding claims characterised in 
that] of Claim 1 wherein more than one marker gene,, [and/or] vector sequence [and/or] or foreign 
nucleic acid part is removed from the transgene and each such part [is] to be removed is flanked by 
an attP region. 

7. (Amended) [A] The method [as claimed in any one of the preceding claims characterised in 
that] of Claim 1 wherein the attP region comprises 352 basepairs, or functionally equivalent 
fragment thereof, located between positions 27492 and 27844 of bacteriophage X. 

8. (Amended) [A] The method [as claimed in any one of the preceding claims characterised in 
that] of Claim 1 wherein the attP regions are in a cassette. 

9. (Amended) [A] The method [as claimed in] of Claim 8 [characterised in that] wherein the 
cassette further includes a transformation booster sequence or fragment thereof for enhancing 
homologous and illegitimate recombination. 

10. (Amended) [A] The method [as claimed in] of Claim 8 [or Claim 9 characterised in that] 
wherein the cassette includes an effector gene such as oryzacyctastin-I or functional equivalent 
thereof. 

1 1 . (Amended) [A] The method [as claimed in any one of the preceding claims characterised in 
that] of Claim 1 wherein the genome is a plant genome. 
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12 . (Amended) Apl a„Uo rl p-ce, 1 o r p 1 an tt ,ssue [ w ta eve rl p I c dU ce dbytta n leth oao f 
[any one of Claims 1 to 1 1] QaimL 

sajdjtartofjfo^^ II^mffiNQ^fMBrt 

r^A^EOIDr^ffldfu^^ 

fronuheDNAo^ 

growing the plant [and/or harvesting products therefrom]. 

(Amen ded, A plan,, [or] p,an. ee„ or pian. tissue compnsing re— a«P regions. 

anucleicacidsequenceassetforthinSEQIDJNU.io _ o FO IDN01 

and function as an attP region, or nucleic acids which differ from the DN A of SEQ ID NO. 
to degeneracy of .he generic code and which function as an atrP regton. 
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„ (Amended) A kit for moving a par. of a ttansgene after Us intention inu, a plan, genome 
comprising [an] the attP recombination cassette of [as claimed in] Claim 15. 

, 8 (Amended) A plan,, [or] plan, eel. or plan, .issue comprising a recombinan, teansgene 
integrated into to genome^em [cbaracerised in « me tmnsgene is associated w,,h . 
baceriophage X a«P region on respective sides .hereof, *** the a,,P region [com P „s,ng 
^ a nucleic acid sequence as se, forth in SEQ ID NO:) or . fragmen, mereo wh,h 

o( SEQDD N 0:la„dfunc,ionasana, ffre gion,ornucleicacidswhichdifferfrom,heDNAofSEQ 
ID NO:l due ,0 .he degeneracy of ,he generic code and which function aa an a,0> regmn. 

,9 (Amended) [A] The plan, [or, plan, cell or plan, .issue [as clamed in, oj Cairn 18 
a!mi!u!isjM Characterised in ,ha, i, inc.udes, one [such, 

bactenophage X attP region and one effector transgene integrated into its genome. 

20 (Amended) [A] The plan,, [or] plan, cell or plan, tissue [as claimed in] of Claim 19 
^aracterisediuuraq^Aebnctenop bage.aftP regions and one ft^sgene are no, seated 
with a marker gene, [and/or, vec,or sequence [and/or] or outer foreign anefflary nucleic acd. 

21 (Amended) [A]Theplan,,[or]plan,cellorplan,,i S sue[asclaimedinanyoneofClaims 18 

t0 20, ofOginO^in [characterised in mat] me .ransgene is further associate,. «* . 
imnsformalionboosterscr.uenceorfragmen.me^fwMcb.scapableofenhanc.nghomo^^ 

illegitimate recombination. 
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